
 

S2 Fig. Nucleotide diversity (π) and site frequency spectrum (SFS) of 

chromosome arm 3R. (A) Nucleotide diversity (π) for 11 lines from the Netherlands 

(NL), eight lines from France (FR), all the Dutch and French lines combined (FR‐NL), 

and the French line FR14 combined with 11 lines from the Netherlands (FR14‐NL). (B) 

Dark blue bars indicate the SFS for the 11 Dutch lines for which complete genome 

sequences are available. Light blue bars indicate the SFS of 10 of these Netherlands 

lines plus one French line. In order to have a constant sample size of 12 for the 

SweepFinder analysis, one French line (FR14) was included with the NL lines to 

calculate the background site frequency spectrum. 
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